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Table 1. Examples of functional microbial consortia

Function Source Reference

Cellulose degradation Compost Haruta et al. (2002)”
Lignocellulose degradation Compost Wang et al. (2011)3?
Silage making (Lactic acid production) Silage Wang et al. (2006) ¥

Fluorobenzen degradation
Atrazine degradation
Aromatic hydrocarbons degradation

Contaminated soil
Contaminated soil
Contaminated soil

Carvalho et al. (2002) %
Smith et al. (2005)3"
Ozaki et al. (2006) >

L-Lactic acid production Compost Tashiro et al. (2013)39
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Fig. 1. Interspecies interactions within a defined mixed culture '
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Fig. 2. Overview of energy flow in ecosystems
Chl, chlorophyll; Chl*, excited chlorophyll
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